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Amendments to the specification: 



Replace paragraph [0021] (page 3, lines 22-26) with the following amended paragraph: 

I 
i 

■ i 
1 i 

[0021] FIG. 6a illustrates an electrophoresis pattern in casje cy3-pfMl2 (5* cy! l-AGA 
ACG CGC CTG 3*) (SEP ID NO: 4) which was obtained in Example 2 was i&ed as 

a primer, and FIG, 6b illustrates an electrophoresis pattjcrn in case FITC/UCS (5' 

t 

FTTC-CA GGA AAC AGC TAT GAC 3*) (SEP ID NO j 38) was used as a primer. 
Replace paragraph [0030] (page 6, line 22, to page 8, line 6) with The following amended paragraph: 

i 

i 

[0030] Apart from the normal PCR method, an appropriate sequence, length ai id kind 

i 
I 

of a primer can be appropriately selected for the random PGR. Experimentally and 
analytically the most simple system, however, is the caie where a relatively short 

! j 

single primer is used. Even in the case a single primer is used, and a genome) which 

i 

i 

: I 

is derived from the same microorganism is amplified,! a kind and quantity of a 

i | 

i 

double-stranded DNA fragment which can be amplified djepend on the sequel Ice and 

length of the primer, hi addition even in the case a single primer and a prime] = which 

i 
i 

has the same sequence and length are used, a kind and quantity of a double-si randed 

i i 

i 

DNA fragment which can be amplified depend on the microorganism from wllich the 
genome is derived. Considering these facts, sequence, length, and kind of a primer 

j 
i 

are appropriately selected. Too long primer can have the hair-pin structure, can 

i 
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i 

prevent annealing, and tends to lower a yield of a PCR product. Too short primer 

i 

does not adequately stabilize a bonding containing mismatch (es), and tends fr > lower 

i 
i 

a yield of a PCR product A length (base length) of a primer is suitably, for ex ample, 

i 
i 

8-20, preferably 10-16, more preferably 10-12, and Imost preferably . 2. An 

i 

oligonucleotide which has a length of 12 bases can bt used as a prima . Such 

oligonucleotide primers include pfM4 (dCAGTCAGGXCGT) (SEP ID NO: 3\ 

i 

pfM12 (dAGAAC GCGCCTG) fSEO ID NO: 41 pflsd4 (dCGTCGCTATTAA) 

i 
I 

fSEO ID NO: 51 pfMl9 (dCAGGGCGCGTAC) (SEP ID NO: 61 |(dA) l2 

■ i 

(dAAAAAAAAAAAA) (SEP ID NO: 71 (dA 3 T 3 ) 2 (dAAATTTAAATTT) (SEQ ID 
NO: 81 (dAATT) 3 (dAATTAATTAATT) fSEO I ID NO: 91 (dACG), 

i 

i i 

(dACGACGACGACG) rSEOIDNO: 101 (dAT)< (dAT^TATATATAT) (i tBO ID 

! 

NO: in. (dC) 12 (dCCCCCCCCCCCC) rSEO ID NO: 121 (dCCGG) 3 

i | 

(dCCGGCCGGCCGG) f SEP ID NO: 131 (dG) u (dGGGjGGGGGGGGG) ( ZEOtD 

i 

NO: 151 (dGA) fi (dGAGAGAGAGAGA) fSEO ID NO: 161 (dCGCQj 

i 

(dGGCCGGCCGGCC) (SEOIDNP: 171 (dCT)6 (dCTjCTCTCTCTCT) ( S EP ID 

i 

NO: 141 (dT) 12 (dTTTTTTTTTTTT) (SEP ID NO: 181 (cfrjGj), 
(dTTTGGGTTTGGG) rSEPIDNO: 191 (dTGC), (dTGCTGCTGCTGC) ftlEOJD. 

i 
i 

NO: 201 (TA) 4 CjAC (dTATATATACCAC) ("SEP frD NO: 211 Collesivel 

: ! 

(dGGGC.GOCGACCT) f SEP ID NP: 221 Cohesive2 (dA' GGTCGCCGCCC j) (SEP 

i 

TP NO: 231 G4saud (dGGGGTCGAGGGG) ( $EO ID NO: 241 GCTA> 

i 

I 
i 

3 

I 

1 
i 

i 

I | 

i 

r 
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(dGCTAAAAAAAAA) CSEO ID NO: 25). notG (dCAATTCTACAAC) f &EO ID 
NO: 261 notT (dACGAGCGAGCGC) (SEP ID NO: 271 Pnimotel 

i 

i 

(dTATAATTATAAT) fSEOIDNO: 281 Promote2 (dATTATAATTATA) (I SEOID 
NO: 291 SD1 (dGATCACCTCCTTA) fSEPI ID NO: 30). . SD2 

i 

(dTAAGGAGGTGATC) (SEP ID NO: 31V Telomere! (dCCCACCCACCCA) 

i 

(SEQ ID NP: 32), Telomere2 (dTGGGTGGGTGGjG) (SEP ID NCi: 33V 



Frrcn-H-3' (5* GAGGAAACAGCTATGAGATCT TCTC 3-) (SEP ID NO: 341 

i 
i 
i 

FITC17-H-5' (5' CAG GAA ACA GCT ATG ACG TTG TCA C 3 1 ) rSEO 3D NO: 
35). LH-7-3' (5' GGC GAT ATC CCT GAA A3 1 ) (SEP ID NO: 361 LH-j7-5* (S 1 
TAT TAT TTC CGC AAA G 3*) (SEP ID NO: 371 Ml 3 Reverse (5* CA(» GAA 

i 
I 

I 

ACA GCT ATG AC 3') rSEOIPNO:381 cy3-pfM12 (5' py3-AGA ACG CGC CTG 

I 
I 

3*) (SEP ID NO: 39) (with cy3 fluorescence), FTTC/UCS (5' FITC-CA GG/jl AAC 

i 

1 L 

AGC TAT GAC 3 1 ) (SEP ID NO: 40) (with FITC fluorescence), MAl-FlfrC (5' 

j 

FITC-TGC TAC GTC TCT TCC GAT GCT GTC TTT QGC T 3') (SEQ ID NO: 41) 

1 

i 

(with FITC fluorescence), cy3-MAl (5' cy3-TGC TAC GTC TCT TCC GAT GCT 
GTC TTT CGC T 3*) (SEP ID NO: 42) (with cy3 fluorescence), HEX-pfthl (5' 

I 
I 

HEX-GAA CCT CCC GAC 3') (SEP ID NO: 43) (with Hex fluorescence), 

I 
I 

TAM-TGC4 (5* TAM-TGC TGC TGC TGC 3") (SEP b NO: 44) (with Tamara 

j 

fluorescence), and the like, j 
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Replace paragraph [01 02] (paragraph bridging pages 24 and 25) with the folloi ving amended 
paragraph: 

i 
i 

[0102] One hundred \i\ of reaction mixture which contains 200 U-M dNTP (N = G, 
A, T, C), 0.5 \xM primer (pfM12 (dAGAACGCGCCTG) if SEP TP NQ: 39Y> . 10 mM 

r 

Tris-HCl (pH 9.0), 50 mMKCl, 2.5 mM MgCl 2 , 0.1% Triton X-100, 0.02 unit/nl 

i 
I 

Taq DNA polymerase, and an appropriate amount of template DNA (3 \xl of & DNA 
solution was added, and the volume of the reaction mixture was adjusted to 100 |il) 

: i 

was prepared for each DNA. Double-stranded DNA fragments were prepared 1 ;y PCR 

■ i 
i t 

i 

comprising the steps of 1) the treatment at 94 °C for 1 mii, 2) 20-30 times repeating 

i 

i 
i 

the cycle comprising denatuxation at 94 °C. for 30 min, annealing at 28 °C. foi^min, 

i 

f i 

and elongation at 47 °C. for 2 min, followed by 3) the treatment at 47 °C. fbi \2 min. 

i 

: i 

I 

; i 

Replace paragraph [01 16] (page 27, lines 7-23) with the following amended paragr aph: 

i 

i 

i ' 

[01 16] Random PGR was carried out undex the same condition except usin^ DNA 

i 

i i 

of Bacillus subtilis as a template, and cy3-piM12 (5' cy3lAGA ACG CGC CTG 3') 
CSEQ ID NQ: 4^ which contains phosphor cy3 or FTTCkjCS (%' FITC-CA GCA 
AAC AOC TAT GAC y) (5' FITC-CAGGAAACAG CljATGAC 3'1 fSEO ID NO: 

i i 

40) which contains phosphor FTTC as a primer for each primer, and the obtained 

i 

double- stranded amplified DNA fragments were mixed, tod TGGE was can led out 

j 

in a way which is similar to Example L An electrophoresis pattern by TG<}E was 

i 

i 

5 ! 

I 

I 

I 

I 

I 
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visualized with an excitation/fluorescent wavelength of 550 nm/570 tan (phosphor 

i 

cy3) or 494 nm/519 nm (phosphor FITC). FIG. 6a illustrates an electrophoresis 
pattern in the case where cy3-pfM12 (5'cy3-AGA ACG CGC CTG 3') (SEQ : ; D NO: 

i 

I 

4) was used as a primer, aad FIG- 6b illustrates an electrophoresis pattern in the case 

i 

where FITC/UCS (5 1 riTC-CA GCA A AC ACjC TAT GAC 

I 

FITC-CAGGAAACAG CTATGAC 3'1 (SEP ID NO: hp) was used as a ;i>rimer. 

i 

I 

Identification dots were extracted form each pattern. The microorganism whj bh was 

i ; 

used as a template was identified as Bacillus sxxbtilisbaseditbe obtained identification 

i 

dots. 
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